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Genome-wide identification of determinants for yeast

stress resistance

PDR18 expression leads to a more ordered and less permeable

yeast plasma membrane, essential for multiple stress resistance
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Plasma membrane order

The ABC transporter Pdr18 is an acetic acid resistance determinant

Yeast improvement by genome engineering

(Cabrito et al., 2011)

Overexpression of PDR18 gene is

proposed to lead to a highy ordered

and ergosterol-enriched yeast plasma 

membrane, resulting in a more efficient

barrier against the diffusional entrance 

of toxic compounds.

Further improvement of industrial 

strains used nowadays, using

CRISPR-Cas9 technology
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Deletion of the PDR18

gene leads to an 

extended lag-phase

of approximately 40 

hours, when the medium 

is supplemented with 60 

mM acetic acid.
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Control Single or multiple stresses

EUROSCARF COLLECTION
~5000 derived (from haploid BY4741) 

single deletion mutants for all non-essential yeast genes


